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NiceZyme View of ENZYME: EC 3.5.1.28 



Official Name 



N-acetylmuramoyl-L-alanine amidase. 
Reaction catalysed 



Hydrolyzes the link between N-acetylmuramoyl residues and L-amino acid residues in certain cell- 
| wall glycop eptides 

;Comment(s) 



'Formerly EC 3.4.12.5, EC ^4.177 and EC 3.4.19.10 . 
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Entry " EC 3.5.1.28 Enzyme 

Nam'e ' N-acetylmuramoyl-L-alanine amidase; 
z s acetylmuramyl-L-alanine amidase; 
N-acetylmuramyl-L-alanine amidase; 
N-acylmuramyl-L-alanine amidase; 
acetylmuramoyl-alanine amidase; 
N-acetylmuramic acid L-alanine amidase; 
acetylmuramyl-alanine amidase; 
N-acetylmuramyla!anine amidase; 
murein hydrolase; 

; N-acetylmuramoyl-L-alanine amidase type I; 
N-acetylmuramoyl-L-alanine amidase type II 

Class Hydrolases 

Acting on carbon-nitrogen bonds, other than peptide bonds 
In linear amides 

Syshartie peptidoglycan amidohydrolase 

v. '^v-- 

Readtibn Hydrolyses the link between N-acetylmuramoyl residues and L-amino 

. acid residues in certain cell-wall glycopeptides 
i • \ ! [RN:R04II2] 
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